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Figure 1 



MGS SATE I EELENTTFKY LTGEQTE KMWQRLKG I LRCLVKQLERGDV 4 7 

MELSPRSPPEMLEESDCPSPLELKSAPSKKMWI KLRSL LRYMVKQLENGEI 5 1 

MESPTKEIEEFESNSLKYLQPEQIEKIWLRLRGLRKYKKTSQRLRSLVKQLERGEA 56 

NVVDLKKNIEYAASVLEAVYIDETRRLLDTEDELSDICTDSVPSEVRDWLASTFTRKMGM 107 

NI EELKKNLEYTASLLEAVYIDETRQI LDTEDELQELRSDAVPSEVRDWLASTFTQCARA 111 

SWDLKKNLEYAATVLESVY IDETRRLLDTEDELSDI QSDAVPSEVRDWLASTFTRQMGM 116 
t : .****.**.★. .**.*******. .******* t . . . .*.★*★**★********. : 

TKKKPEEKPKFRS I VHAVQAG I FVERMYRKTYHMVGLAY PAAVI VTLKDVDKWS FDVFAL 167 

KGRRAEEKPKFRSI VHAVQAGI FVERMFRRTYTSVGPTYSTAVLNCLKNLDLWCFDVFSL 171 

MLRRSDEKPRFKS I VHAVQAGI FVERMYRRTSNMVGLSYPPAVI EALKDVDKWSFDVFSL 176 

.. ml ***.*. ***************.*.* * * * * J . * ★*★**.* 

NEASGEHSLKFMIYELFTRYDLINRFKIPVSCLITFAEALEVGYSKYKNPYHNLIHAADV 227 

NQAADDHALRTI VFELLTRHNLISRFKI PTVFLMS FLDALETGYGKYKNPYHNQI HAADV 231 

NEASGDHALKFI FYELLTRYDL I SRFKI P I SALVS FVEALEVGYSKHKNPYHNLMHAADV 236 
*.*..*.*. . m t **.**..** ***** *:;* : ***.**.★.** **** .***★* 



TQTVHY I MLHTG I MHWLTELE I LAMVFAAA I HDYEHTGTTNNFH I QTRSDVA I LYTOKS^ 287 
TQTVHCFLLRTGMVHCLSE I ELLAI I FAAAI HDYEHTGTTNS FH I QT KS ECA I VY1TOR ? S V 2 91 
TQTVHYLLYKTGVANWLTELEI FA 1 1 FSAA I HDYEHTGTTNNFH I QTRSDPAI LlQn^^y 296 

***** ;; :**; *.*;*..*..★.*★****************.★. **.****** 

pSNHHVSAAYRLMQEEE -MNILI NLS KDDWRDLRNLV I EMVL STDMSGH FQQ I KN I RNSL 346 
LENHH I SS VFRLMQDDE - MN I F INLTKDE FVELRALV I EMVLATDMS CHFQQVKTMKTAL 350 
IiENHHLSAAYRLLQDDEEMN I L I NLSKDD WRE FRTLV I EMVMATDMS CHFQQ I KAMKTAL 356 
*****.* : ..**.*.. * ***.***.**.. **★*★*..**** ****.* .. .* 

QQPEG I DRAKTMSL I LHAADI SHPAKS WKLHYRWTMALMEEFFLQGDKEAELGLPFSPLC 406 
CX3LERIDKPKALSLLLHAADISHPTKQWLVHSRWTKALMEEFFRQGDKEAELGLPFSPLC 410 
QQ PEA I EKP KALS LMLHTAD I S HPAKAWDLHHRWTMS LLE E F FRQGDREAELGL P FS PLC 416 
** * *.. m * . . ** . **.******. * * .* *** .*.**★* **************** 

DRKSTMVAQSQIGFIDFIVEPTFSLLTDSTEKIVIPLIEEASKAETS SYVASS 459 

DRTSTLVAQSQIGFIDFIVEPTFSVLTDVAEKSVQPLADEDSKSKNQP SFQWRQPS 466 

DRKSTMVAQSQVGFIDFI VEPTFTVliTDMTEKIVSPLIDETSQTGGTGQRRSSLNSISSS 476 
** m **.*****.***********.. *** .** * ** .* ^* 

STTI VGLHIA DALRRSNTKGSMSDGSYSPDYSLAAVDLKSFKNNL 504 

LDVEVGDPNP DWSFRSTWVKRIQENKQKWKERAASGITNQMS- - 509 

DAKRSGVKTSGSEGSAP I NNSV I S VDYKS FKATWTEWH I NRERWRAKVPKEEKAKKEAE 536 



VDI IQQNKERWK- -ELAAQEARTSSQKCEFIHQ 535 

IDELSPCEEEAP- - PSPAEDEHNQNGNLD 536 

EKARLAAEEQQKEMEAKSQAEEGASGKAEKKTSGETKNQVNGTRANKSDNPRGKNSKAEK 596 
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(SEQ ID NO: 22) 

(SEQ ID NO: 3) 

SSGEQQQNGDFKDGKNKTDKKDHSNIGNDSKKTDDSQE 634 (SEQ ID NO: 23) 
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Figure 4A 



N-terminal sequences of PDE1A splice variants 



1 



PDE1A3 1 MGSSATEIEELENTT i'KYLTGEQTEKMWQRLKGILRCLVKQLERC DVNWDLKKNIEYAA (SEQ ID NO*.6) 

II II Mill I II I II II III II II I mniW%T*to.T\ 
PDE1A5 1 MDDHVTI RKKHLQRP I FRLRCLVKQLERC DVNWDLKKNI E YAA (SEQ ID INO:7) 



**********i *************** 



Figure 4B 

PDE1B1_ 
PDE1B2 



N-terminal sequences of PDE1B splice variants 



+ 



1 MELS PRS PPEMLEESDCPS >LELKSAPSKKMWIKLRSLLRYMVK< [LENGE INI EEL KKNL (SEQ ID NO:8) 



inn 



ii i i 



MANPVPVQRSHLQGPILRLRYMVKt; LENGEINIEELKKNL fSEO ID NO:9) 
******i *************** v ^ ' 



Figure 4C 



Comparison of the CaM binding domains of the PDE1 Al 
and PDE1B2 splice variants 



PDE1A1 
PDE1B2 



MDDHVTI RRKHLQRPI FRLRCLVKQLEK JDVNV I DL KKN (SEQ ID NO: 10) \ 

I I I III II III Mill I 1 1 1 1 _ I 

MANPVPVQRSHLQGPILRLRYMVKQLEN JE INI EEL KKN (SEQ YD NO:ll) 
* * ********* ****** * ****** 
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Comparison of the CaM binding domains of the PDE1 A2 
andPDElBl splice variants. 



PDE1A2 1 MGSTATETEELENTT FKYLIGEQTEKMWQRLKGILRCLVKQLEK 5DVNVIDLKKNIE (SEQ ID NO: 12) 

II I Ml I II II I II II INI I , OTnmN0 .„* 

PDE1B1 1 MELSPRSPPEMLESDCPS PLELKSAPSKKMWIKLRSLLRYMVKQLEN JEVNIEELKKNLE (SEQ ID NU. 1 3) 



*** * ** ***** r ** **** * 



